Study Purpose:   To use gene-expression profiles of tumor-biopsy specimens to develop a molecular predictor of the length of survival for patients with diffuse large-B-cell lymphoma after chemotherapy
Data Description:  240 samples with 236 having clinical data, the training set contains 160 samples and the test set contains 80. 
Array Type:  cDNA microarray (Lymphochip). Cy3 labeled cDNA was from reference RNA and Cy5 labeled cDNA from tumor specimen RNA.
Data Source: http://llmpp.nih.gov/DLBCL/
Data Size: 59.4 MB (33.3 MB for zipped file)
