Study Purpose:  To develop a classification system to predict central nervous system embryonal tumour outcome based on gene expression 
Data Description: Samples include 60 with medulloblastomas, 10 with malignant gliomas, 5 with AT/RTs, 5 with renal/extrarenal rhabdoid tumours, 6 with supratentorial PNETs, and 4 normal cerebellum. 
Array Type:  Affymetrix HuGeneFL
Data Source:   http://www.broad.mit.edu/cgi-bin/cancer/datasets.cgi
Data Size: 19.6 MB (6.6 MB for zipped file)
