Study Purpose: To classify adenocarcinoma into subgroups that correlated with the degree of tumor differentiation as well as patient survival 
Data Description: 67 lung tumors from patients whose clinical course was followed for up to 5 years, which comprised 41 adenocarcinomas (ACs), 16 squamous cell carcinomas (SCCs), five large cell lung cancers (LCLCs), and five SCLCs. In addition, five normal lung specimens were studied.   
Array Type:  cDNA microarray.  Cy5 was prepared from RNA extracted from frozen normal or crudely dissected tumor tissue and Cy3 from a common reference RNA derived from a panel of cell lines.
Data Source:  http://genome-www.stanford.edu/lung_cancer/adeno/  
Data Size: 76.8 MB (32.1 MB for zipped file)
