Study Purpose:   Comparison of gene expression in mammary epithelial cells growing in culture and primary breast tumors. Expression patterns associated with complex physiological properties and cellular composition of the tumors identified 
Data Description: The dataset has gene expression profiles of 8 samples from in vitro mammary epithelial cells and 18 samples from primary breast tumor.
Array Type:  cDNA spotted microarray
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS90.soft.gz 
Data Size: 5.3 MB (7.9 MB for zipped file) 
