Study Purpose: Gene expression profile of squamous lung cancer cells are used to identify genes that are differentially regulated.
Data Description:  The dataset has 5 pairs of samples from 5 patients.  Each pair of samples represents a single patient with squamous lung cancer. One is derived from the cancer cells, and the other is from the normal cells.  
Array Type:  Affymetrix GeneChip (U133A)  
 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1312.soft.gz 
Data Size: 25.1 MB (6.7 MB for zipped file)
