Study Purpose:  To evaluate the capacity of gene expression profile for identifying different subclasses of AML and to dissect those genes that were differentially expressed in each AML group, focusing especially on those potentially involved in AML pathogenesis and molecular targets which were candidates for therapeutic intervention.
Data Description:  The dataset contains expression profiles of bone marrow from 43 patients with various forms of acute myeloid leukemia (AML): 10 promyelocytic leukemias with t(15;17), 4 AMLs with inv(16), 7 monocytic leukemias, and 22 nonmonocytic leukemias.  
Array Type:  Affymetrix GeneChip (HG-U133A) 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1064.soft.gz 
Data Size: 38.3 MB (13.4 MB for zipped file)
