Study Purpose:  To determine the viral impact on cellular gene expression and the pathogenesis of these lymphomatous effusions.
Data Description:  The dataset contains total 21 samples from 2 cell types and 3 infection states:  Kaposi's sarcoma-associated herpesvirus (KSHV) positive mononuclear cells from 3 patients with primary effusion lymphoma (PEL), 9 KSHV positive PEL cell lines, and 3 KSHV negative cell lines from lymphomatous effusions.
Array Type:  Affymetrix GeneChip (HG-U133A) 
Data Source:  ftp://ftp.ncbi.nih.gov/pub/geo/DATA/SOFT/GDS/GDS1063.soft.gz 
Data Size:  30.8 MB (10.4 MB for zipped file)
