Study Purpose: identify genes whose expression pattern are different between gastric cancer and normal tissue and genes whose expression levels were significantly correlated with patient survival 
Data Description:   Total 132 arrays with 90 primary gastric cancers, 14 metastatic gastric cancers, and 22 nonneoplastic gastric tissues, using cDNA microarrays representing 
Array Type: cDNA microarray. Sample mRNA and reference mRNA were used as template for synthesis of cDNA, labeled with Cy5-dUTP and Cy3-dUTP (Amersham, Piscataway, NJ), respectively.  
Data Source: http://smd.stanford.edu/cgi-bin/publication/viewPublication.pl?pub_no=232
Data Size: 253 MB (112.6 MB for zipped file)
