Study Purpose: To apply a two-way clustering method for analyzing gene expression data  of tumor and normal colon tissues
Data Description:  Gene expression in 40 tumor and 22 normal colon tissue samples was analyzed with an Affymetrix oligonucleotide array complementary to more than 6,500 human genes.  Two thousand out of around 6500 genes were selected based on the confidence in the measured expression levels.
Array Type:  Affymetrix Hum6000
Data Source:  http://microarray.princeton.edu/oncology/affydata/index.html
Data Size: 4.0 MB (1.4 MB for zipped file)
